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Université Paris Diderot, Paris, France

JamesonW. Clarke Department of Biology, Duke University, Durham, NC, USA

Haruhiko Fujiwara Department of Integrated Biosciences, Graduate School of

Frontier Sciences, The University of Tokyo, Kashiwa, Chiba, Japan

Yuichi Fukutomi Graduate School of Science, Kyoto University, Sakyo-ku,

Kyoto, Japan

Ryo Futahashi Bioproduction Research Institute, National Institute of Advanced

Industrial Science and Technology (AIST), Central 6, Tsukuba, Ibaraki, Japan

Chris D. Jiggins Department of Zoology, University of Cambridge, Cambridge,

UK

Hongyuan Jin Department of Integrated Biosciences, Graduate School of Frontier

Sciences, The University of Tokyo, Kashiwa, Chiba, Japan

Tatsuro Konagaya Graduate School of Science, Kyoto University, Kyoto, Japan

Shigeyuki Koshikawa The Hakubi Center for Advanced Research, Kyoto Uni-

versity, Sakyo-ku, Kyoto, Japan

Graduate School of Science, Kyoto University, Sakyo-ku, Kyoto, Japan

Arnaud Martin Department of Biological Sciences, The George Washington

University, Washington, DC, USA

Keiji Matsumoto Graduate School of Science, Kyoto University, Sakyo-ku,

Kyoto, Japan

Graduate School of Science, Osaka City University, Sumiyoshi-ku, Osaka, Japan

xi



Antónia Monteiro Department of Biological Sciences, National University of

Singapore, Singapore, Singapore

Yale-NUS College, Singapore, Singapore

H. Frederik Nijhout Department of Biology, Duke University, Durham, NC,

USA

Ritsuo Nishida Discipline of Chemical Ecology, Kyoto University, Sakyo-ku,

Kyoto, Japan

Joji M. Otaki The BCPH Unit of Molecular Physiology, Department of Chemis-

try, Biology and Marine Science, Faculty of Science, University of the Ryukyus,

Nishihara, Okinawa, Japan

Carla M. Penz Department of Biological Sciences, University of New Orleans,

New Orleans, LA, USA

Robert D. Reed Department of Ecology and Evolutionary Biology, Cornell

University, Ithaca, NY, USA

Ronald L. Rutowski School of Life Sciences, Arizona State University, Tempe,

AZ, USA

Nayuta Sasaki Field Science Center for Northern Biosphere, Hokkaido Univer-

sity, Takaoka, Tomakomai, Hokkaido, Japan

Toshio Sekimura Department of Biological Chemistry, Graduate School of Bio-

science and Biotechnology, Chubu University, Kasugai, Aichi, Japan

Noriyuki Suzuki Department of Physics and Mathematics, College of Science and

Engineering, Aoyama Gakuin University, Sagamihara, Kanagawa, Japan

Takao K. Suzuki Transgenic Silkworm Research Unit, Division of Biotechnol-

ogy, Institute of Agrobiological Sciences, National Agriculture and Food Research

Organization (NARO), Tsukuba, Ibaraki, Japan

Yasuhiro Takeuchi Department of Physics and Mathematics, College of Science

and Engineering, Aoyama Gakuin University, Sagamihara, Kanagawa, Japan

Chandrasekhar Venkataraman School of Mathematics and Statistics, University

of St Andrews, Fife, UK

Mamoru Watanabe Graduate School of Life and Environmental Sciences,

University of Tsukuba, Ibaraki, Japan

Linlin Zhang Department of Ecology and Evolutionary Biology, Cornell

University, Ithaca, NY, USA

xii Contributors


